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iNMR is available as a native application for Windows and for Mac
You are free to move the same license from a computer to another one, regardless of the OS, countless times.

Annual Campus Subscripti

includes:

» 20 licenses (or any other quantity) for the latest version of INMR, lasting 365 days from the date of the invoice
= additional licenses at€ 5 each ($5.3)

» all the updates

» email support

» on-site training (travel and accomodation for the trainers are notincluded)

» option to renew atthe same price

testimonials

main features:

» 1-D, 2-D and 3-D processing

» Automatic phase correction and baseline correction in all dimensions

» Solvent Suppression, Linear Prediction, Weighting Functions, Hilbert Transform, Covariance, Reference Deconvolution, Symmetrization,
Binning

» Extraction of chemical shifts and Js and generation of formatted reports

» Overlays, Spectral Editing, Synchronized Plots

» 1-D simulation of systems of coupled spins and automatic fitting to the experiment

* Lineshape Analysys for Chemical Exchange (equivalent to DNMREG)

» Line-fitting and Volume-fitting

» Cross Peaks Manager for 2-D spectroscopy (equivalent to Sparky)

= Generation of tables

= Annotations, Insets, creation of posters

= Scripting

= Batch processing

» DOSY processing

» INADEQUATE denoising

= Measure of Relaxation Times

» Simulation of first order multiplets in all kinds of nD experiments and automatic fitting

» Spotligh plugin for indexing and QuickLook plugin for previews (Macversion only)

» Database (Macversion only)

» Task-oriented manual
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Spectra Simulation ===

Many molecules show temperature-dependent NMR spectra. The analysis of these spectra provides information about
themodynamic data.

GEMNMR and XNMR support the simulation of these spectra. | developed GEMNMR during my diploma thesis, XNMR during my
PhD thesis in the research group Kreiter at the Technical University of Kaiserslautern, Germany

Information on XNMR

XNMR is shareware for the X-Window-System (X11), capable of simulating exchange-broadened NMR spectra of molecules with
up to nine chemical configurations. XNMR further supports up to a certain degree the processing of experimental data obtained
with Bruker NMR spectrometers. Some basic features of XNMR are:

+ Multiple datasets in multiple windows
» Lineshape analysis

» Stacked plots

+ Scalable PostScript output

+ Thermodynamic calculations

The ANSI C sources of XNMR are available for download.

Information on GEMNMR

The GEMNMR shareware software runs under the GEM GUI and supports the simulation of exchange-broadened NMR spectra.
The PC version requires a system with GEM/3 installed. For the Atari version no additional software is required.
GEMNMR without floating point processor support is freeware. The binaries are available for download:

« Atan version
o PC version for GEM/3
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